Fig. S1
. Histone H1 kinase activity in wildtype and CDKA;1 variants. p13-associated kinase activities from the wildtype (WT) and the cdka;1 the previously described hypomorphic alleles D (cdka;1 T161D ), DE (cdka;1 T14D;Y15E ) (1, 2) , and the here-presented allele cdka;1 DBD for which we show two independent transformed lines (#1 and #2). CDKA;1 levels were quantified by Western blotting with a monoclonal antibody against the PSTAIRE cyclinbinding motif (upper panel Image shows a metaphase I cell in which 45S (blue, DEAC) and 5S (red, CY3.5) rDNA are labeled, with a chromatin counterstain of DAPI. One univalent pair is present. Observed (grey bars) and expected (black line) numbers deviate more strongly in wildtype than in cdka;1 DBD , suggesting the latter has a more random distribution of COs. Corresponding p-values are given in Table S1 . Per chromosome, the percentage and absolute number (between brackets) of chromatids in the BC1 offspring is given that show either 0, 1,2 or 3(+) CO. Note that in wildtype meiosis (top) the shorter chromosomes 2 and 4 show the highest percentages of non-recombinant chromatids in BC1 offspring (36 and 39% respectively) as compared to chromosomes 1, 3 and 5. In cdka;1 DBD (bottom), the number of non-recombinant chromatids slightly increases to 41% in chromosomes 2 and 4, but we recover similar percentages for the other three chromosomes. Chromosomes 1, 3 and 5 show a much stronger increase in the number of non-recombinant chromatids in the BC1.
